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& T—5Z(Gb) 33.12 30.56 70.09 70.33
9\)—>T—45E(Gb) 31.20 26.69 65.50 57.40
91)—2 (%) 94.19 87.34 93.45 81.62
21)—21)—FQ20(%) 96.59 97.81 96.16 97.66
TYEVTE (%) 99.53 99.77 99.76 99.92
A=—HVELT (%) 82.90 82.61 86.57 83.97
BEEE (%) 3.64 6.42 7.85 11.21
F—HE (%) 0.95 0.68 0.68 0.39
T - RRE 29 26 22 18
HILYT (%) 95.48 94.59 93.51 93.26
HLy T 24X (%) 94.15 92.78 92.93 92.36
HALYT210X (%) 92.05 89.32 91.00 87.72
HLyP220X (%) 81.20 67.11 66.05 4472
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4,624,513
147,170 pASp 300,625 :
DNBSEO 2.90% Concordant SNPs 5.93% H|Seq

91.17%

DNBSEQ

DNBSEQ_1 4,639,014 HiSeq_1 4,772,466
DNBSEQ_2 4,639,471 HiSeq_2 4,785,071

DNBSEQ total SNPs 4,791,741 HiSeq total SNPs 4,946,249
Reproducibility 93.63% Reproducibility 93.23%

A [H4. 2D0ODNBSEQ#EHIL2DDHiSeqE AN SBOLNT-SNPEBIREELEIOR TSV I+— L—E Dt

1,209,499
194,899 e 147,131 .
DNBSEQ 12.56% Concordant Indels 0.48% HiSeq

77.96 %
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DNBSEQ_1 1,299,372 HiSeq_1 1,250,891
DNBSEQ_2 1,307,108 HiSeq_2 1,269,891

DNBSEQ total Indels 1,477,897 HiSeq total Indels 1,414,150
Reproducibility 76.64% Reproducibility 78.25%
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